Figure Legends
Figure Legends The line graph shows the MAR-potential score in relation to nucleotide position for the rDNA repeat sequence from mouse. The lower panel shows a schematic depiction of the mouse rRNA repeat (GeneBank no. BK000964). Matrix attachment potential was predicted by MAR-Wiz software as implemented at http://genomecluster.secs.oakland.edu using a window size of 1000bp stepped in 100bp intervals. Scores in excess of 0.6 are generally considered as strong indicators of nuclear matrix binding potential. "Input" represents DNA templates from nucleolar halos without restriction enzyme digestion; "Ex" indicates the DNA templates treated with restriction enzymes; CT is the threshold cycle of quantitative PCR amplification; "x" the indicated primer pairs spanning cutting sites of restriction enzymes (the sequences are shown in Supplementary Table 1-2); "ic"means internal control for DNA template loading (R0 for rat and H40 for human). The values are shown as the mean and standard deviation from three independent experiments. Table 1   Table 2   Table 3   Table 4   Table 5   Table 6 
